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Chen Qian, Chui Ching Wong, Sanjay Swarup, Keng-Hwee Chiam.
There was an error in author affiliations. The correct affiliations are as follows:
Chen Qian1, Chui Ching Wong1,2, Sanjay Swarup1,2, Keng-Hwee Chiam1,3.
1Mechanobiology Institute, Singapore, Level 5, T-Lab Building, 5A Engineering Drive 1, Singapore 117411, 2Department of
Biological Sciences, National University of Singapore, 14 Science Drive 4, Singapore 117543, 3A*STAR Institute of High
Performance Computing, 1 Fusionopolis Way, #16-16 Connexis, Singapore 138632.
doi: 10.1016/j.bpj.2011.03.0361940-Plat.
Alan Chetwynd.
Some of the authors were omitted in error.
Alan Chetwynd, Chze Ling Wee, Benjamin A. Hall, Mark S. P. Sansom.
doi: 10.1016/j.bpj.2011.03.0371464-Pos.
Anu Rambhadran.
The first author was omitted in error.
Vasanthi Jayaraman, Anu Rambhadran.
doi: 10.1016/j.bpj.2011.03.0382341-Pos.
Hussein N. Rubaiy, Richard D. Rainbow, Dave Lodwick, Robert I. Norman.
Mathematic symbols were missing throughout the text.
ATP sensitive potassium (KATP) channels play important roles in many tissues, coupling metabolic status to membrane
potential. In heart, they comprise subunit hetero-octamers of Kir6.24/SUR2A4.
A minimal sequence (residues 1294-1358) in nucleotide binding domain-2 of SUR2A has been indentified previously by us
to bind Kir6.2 (Rainbow et. al. Biochem. J. 2004;379:173-181). Co-immunoprecipitation of chimaeras of Kir6.2/Kir2.1
with maltose binding protein (MBP)-tagged SUR2A(1294-1358) fragments identified the cognate binding domain in
Kir6.2 (residues 315-390). Mutagenesis of charged residues in Kir6.2, D323K and K338E, conserved in Kir6.1 but not
